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Research on Separation and Identification of Lactic Acid Bacteria in Dried Milk

Cake and Flavor Characteristic Traits

YANG Yang', WU Youna', SHUANG Quan', WANG Yurong, GUO Zhuang’
(1. School of Food Science and Engineering, Inner Mongolia Agricultural University, Hohhot 010018, China ;2. Col-

lege of Food Science and Technology, Hubei University of Arts and Science, Xiangyang 441053, China)

Abstract:33 suspected Lacfobadllus strains were preliminarily isolated and purified from Zhenglan Banner dried milk cake of Xilingol League
in Inner Mongolia by traditional separation methods, After sequence analysis by 165 fRINA the 33 suspected Lactobacillug siraing were identi-
fied as Lactobacillus delbrueckii, Lactobacillus fermentum, Enterecoccus facciiom, Lactococens lactis, Lactobacillus pentosus, and Lactobacillus garvieae. Lactoba-
eillus delbruedkeit and Lactococens laetis weere the dominant Lactobacillus groups in Zhenglangi dried nulk cake of Xilin Gol League At the same
time using clectronic tongue and electronic nose technology for its dried milk cake flavor quality was evaluated, the results found that dried
milk cake 15 by the acidity, the acerbity, bitter and salty, freshness of five basic for, one of the biggest differences in bitter, the dried milk cake
samples of W15 {methane), W5S (nitrogen oxides) , W1W {organic sulfide, terpenoids) is abvious, the rest of the sensor material is stable.
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MNIDF1L NDF1-1 Lactococens factis NBR.OC 100933 o9 Lactococous lactis
NDF1-3 Laviebacilly spentosns 125M 20314 9% Lactobadllns pentosis
NDF1-5 Lavtocaceus lacris NBIROC 100933 95 Lactocecens laris
MNDF1-6 Lactocgcons factis NBRC 100933 29 Lactocaccus lactls
NDF2 NDF2-1 Enterococeus faccium DSM 20477 95 Enteroceecus fivcium
NDE2-2 Lactocaceus lactis NBROC 100933 94 Lactoceceus s
NIDF2-3 Enterococcns durans NBROC 100479 o9 Enterpcocous durans
NDF2—4 Lactovseens lachis NBR.OC 100933 (1 Lactovaccns licris
NDEF2-5 Lavtocaceus lacris NBIROC 100933 949 Lactocecens lacris
NIDF3 NI3F3-1 Pediocoreus actidi factict DSM 20284 99 Prdiocpeus actdil actict
NDF3-4 Latocsecus i NBROC 100933 99 Lactocsccus lactis
NDE3-5 Lactocaceus lactis NBROC 100933 94 Lactoceceus s
NIF4 NDF4-3 Lartobacillisdel brveckil DDSM 26046 99 Larctobaciliug detbrieckii
NDF4—4 Lactobacillisdel breakil DEM 20072 99 Lactobacillns delbeneckii
NDF4-5 Lactobacillrsdel brieckii DYSM 20074 ([ Lactobariling delbrecksi
MNDF4—10 Lartobacilpesdel hrvreclen TYSM 200074 HL Lanctobarillus delbrneckn
NDF>3 NDF5-1 Lactobactllnsde! brreckil 125M 20072 99 Lagtobaciflns delbruecksi
NDE5-2 Lactobacillus feenrentum NBILC 15883 94 Lactobeillug fermentin
MIF5-5 Lactobacifles delbreckell TDSM 20072 Q4 Lavrtobaniling delbrueck
NDF5—6 Lactobacillis defbeakil DEM 26046 99 Lactobacillns delbeneckii
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NDF6-2 Lactobacillns delbvecks DSM 26044 949 Lactabacifius delbrueckil
MNDFR=3 Lactohacillis defbreckil DSM 20074 99 Lactobaciflns delbruedksi
NDF6—4 Lactabariting feruentin NBRC 15885 94 Lactobeillug fermentin
NDFr—5 Lactobaciflis delbrueckii DSM 20074 99 Larctobaciliug detbrieckii
NDF6=6 Lactobacilius fermentim NBR C 15883 99 Lactobacills fermentum
NDF6-7 Lactalacillus feeneennion NER.C 15855 949 Lactobagillus ferntentiom
NDF6—8 Lactobacillns delbvecksd YSM 26044 949 Lactabacifius delbruecki
NDF7 NDF7=1 Pediococens avidifacticl DM 20284 99 Prdiococcus acidilactico
NDFT-2 Pediovocens acidilacniad 1SM 20284 a4 Pediocoecus aeidilacticd
NDF7-3 Lactolaciilug fermentum NBRC 15885 [ Lactohaallus fermentum
NDFS NDFS=1 Pediococens actdifacticn DSM 20284 99 Prdtococens acidilacticl
NIDFR—3 Lactococens parvreae JOM 10343 b Lactococcns pantivae
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